
==== Shimadzu LabSolutions Calibration Curve ====
ID# : 1
Name : daidzin
Quantitative Method : External Standard
Function : f(x)=37978.6*x-63699.8
      Rr1=0.9998248   Rr2=0.9996497   RSS=6.713127e+009
      MeanRF: 3.650759e+004  RFSD: 1.213821e+003   RFRSD: 3.324847
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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ID# : 2
Name : glicitim
Quantitative Method : External Standard
Function : f(x)=36652.1*x+75556.9
      Rr1=0.9995995   Rr2=0.9991992   RSS=1.429737e+010
      MeanRF: 3.883162e+004  RFSD: 1.816956e+003   RFRSD: 4.679062
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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Figure S2: Calibration curves of six isoflavone standards.



ID# : 3
Name : genistin
Quantitative Method : External Standard
Function : f(x)=51585.9*x-47552.6
      Rr1=0.9997155   Rr2=0.9994311   RSS=2.011691e+010
      MeanRF: 4.944107e+004  RFSD: 2.876533e+003   RFRSD: 5.818104
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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ID# : 4
Name : daidzein
Quantitative Method : External Standard
Function : f(x)=66179.4*x+185226
      Rr1=0.9957971   Rr2=0.9916119   RSS=4.920006e+011
      MeanRF: 7.051353e+004  RFSD: 4.382600e+003   RFRSD: 6.215262
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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ID# : 5
Name : glicitein
Quantitative Method : External Standard
Function : f(x)=10927.6*x+12400.0
      Rr1=0.9987439   Rr2=0.9974893   RSS=3.991409e+009
      MeanRF: 1.143621e+004  RFSD: 7.685150e+002   RFRSD: 6.720016
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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ID# : 6
Name : genistein
Quantitative Method : External Standard
Function : f(x)=79379.2*x-106045
      Rr1=0.9997787   Rr2=0.9995575   RSS=3.704248e+010
      MeanRF: 7.550197e+004  RFSD: 4.139814e+003   RFRSD: 5.483054
FitType : Linear
ZeroThrough : Not Through
Weighted Regression : None
Detector Name : PDA
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